Caesin hydrolysis, a marker of SpeB activity, was estimated by measuring the diameter of the clearance zones on milk plates. Experiment was performed using duplicate cultures on two independent occasions and the mean and standard deviations were plotted. No activity was observed for MGAS6180.
Supplementary Figure S4. Principal Component Analysis. Principal component analysis
showing that the wild-type and ccpA-inactivated strains of (a) MGAS2221, (b) MGAS10870, and (c) MGAS6180 are clearly distinct based on the transcriptomes. Figure S5 . Analysis of virulence gene transcript levels. Taqman quantitative real-time PCR was used to verify the alteration in the transcript levels of virulence genes in the core CcpA regulon. Data shown are the mean ± standard deviation of 8 data points. * indicates a statistically significant difference between the wild-type and ccpAinactivated derivative of a serotype strain.
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